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Sibel Kizildag 1 Muhabbet Kemal 


Abstract: Molecular comments on Phlyctaenomorpha sinuosalis from SE Turkey (Lepidoptera, 
Pyraloidea). Misc. Pap. 181:1-2, 2 figs. 

MtCOI barcoding of Phlyctaenomorpha sinuosalis is prepared and evaluated here for the first time. 
For this purpose, a typical and slightly different individuals from SE Turkey are used. In their 
genetic distance, no difference was seen. 
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Within the private Cesa project on the Lepidoptera of Old World, barcoding of the species in 
the Cesa collection has been started by the authors since 2018. The methods on the molecular 
analyses, applied by the first author was summarized in some earlier papers (Kemal, et al., 2018; 
Kemal, Kizildag & Kogak, 2018). Within this project, all the barcodes are stored in the Cesa 
Barcoding Bank for further studies 2 . 

In the present paper, mtCOI barcoding of Phlyctaenomorpha sinuosalis was performed for 
the first time. Molecular evaluations of P. sinuosalis were made based on the two specimens from 
§irnak and Van Province (SE Turkey). In the P2K (Kimura2-Parameter) analysis, the genetic 
distance between two specimens from different populations was 0.002%. According to this result, 
these populations are considered as conspecific. 


Phlyctaenomorpha Amsel,i 970 

Phlyctaenomorpha sinuosalis (Le Cerf,i9i3) (Figs. 1 , 2 ) 

Phlyctaenodes sinuosalis Le Cerf,[i9io], Bull. Mus. natn. Hist. nat. Paris 1909 (8): 536. Type: Iran. 

Phlyctaenodes sinuosalis: Ko<jak,i975, Atalanta 6: 29 “Hakkari Province, Zap valley 1400m, 30.vi-2.vii.1972; 
[§irnak Prov.]: “Uludere 1100m, 15.vii.1974, A.Koqak leg. 

Phlyctaenomorpha sinuosalis: Amsel,i970, Beitr. Naturk. Forsch. SiidwDtl 29: 55. 

Range of the species: Turkey (Antalya, icjel, Siirt, Bitlis, Van, Hakkari, §irnak), North Iraq, 
South Iran (Fars) (Kogak & Kemal, 2018). 

Phlyctaenomorpha sinuosalis is a common and nocturnal species in the southern regions of 
Turkey. Its taxonomical and faunistical references and distributional information are mentioned 
above. The species seems rather homogenous morphologically. However some individuals may 
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perform some differences externally (Figs.1,2). Therefore, further investigation of other 
populations is also planned from the molecular standpoint. 



* 

1 


Figs. 1, 2 — Phlyctaenomorpha sinuosalis. Paler form from SE Turkey, §irnak Prov., Beytii§§ebap, Dule valley 1250m, 
15.viii.2013, M. Kemal & A.Kogak leg. (left). Typical form from SE Turkey, Van Prov., Geva§, Balaban 1800m, 
21.vi.2006, H.O. & L.K. leg. (right). 


References 

Amsel, H. G., 1970. Afghanische Pyraustinae (Lepidoptera, Pyralidae). Beitr. Naturk. Forsch. 
Siidwestdtl. 29 (1): 25-66, pis. 

Kimura M., 1980. A simple method for estimating evolutionary rate of base substitutions through 
comparative studies of nucleotide sequences. Journal of Molecular Evolution 16:111-120. 

Kemal,M., Kizildag,S. & A.O.Ko^ak, 2018. Some molecular phylogenetic and taxonomical remarks on 
the Gnophini of Turkey, with faunistical notes (Lepidoptera, Geometridae, Ennominae). Misc. Pap. 172:1- 
15,1 fig- 

Kemal,M., Yildiz,I., Kizildag,S., U^ak,H. & A.O.Ko^ak, 2018. Taxonomical and molecular evaluation 
of Apochima Agassiz in East Turkey, with a description of a new genus (Lepidoptera, Geometridae, 
Ennominae). Misc. Pap. 169:1-13,1 Table, 27 figs., 1 map. 

Ko^ak, A.O., 1975. New Lepidoptera from Turkey-I. Atalanta 6 (1): 24-30, figs. 

Ko^ak, A.O. & M. Kemal, 2018. A synonymous and distributional list of the species of the Lepidoptera of 
Turkey. Cent. ent. Stud., Memoirs 8: 1-487. 

Le Cerf,F., [1910]. Collections recueillies en Perse par M. J. de Morgan. Lepidopteres. Description d’especes 
nouvelles des genres Lycaena et Phlyctaenodes. Bull. Mus. Nat. Hist. Nat. Paris 1909 (8): 535-536. 

Tamura K., Stecher G., Peterson D., Filipski A. & S.Kumar, 2013. MEGA6: Molecular Evolutionary 
Genetics Analysis version 6.0. Molecular Biology and Evolution 30: 2725-2729. 


2 



ISSN 1015-8235 


Miscellaneous Papers 
Centre for Entomological Studies Ankara 


Nr 181 - 17 02 2019 


http://zoobank.org/References/720C2786-0632-4345-904F-CADF19E12DD7 

Molecular comment on a population of 
Anchinia in SE Turkey, with a taxonomic evaluation 
(Lepidoptera, Oecophoridae) 


Sibel Kizildag 3 Muhabbet Kemal 


Abstract: Molecular comment on a population of Anchinia in SE Turkey, with a taxonomic 
evaluation (Lepidoptera, Oecophoridae). Misc. Pap. 181: 3-4,1 fig. 

Anchinia species from Europe and Turkey are evaluated from the molecular standpoint. Anchinia 
mukusensis is proposed as a distinct species from Turkey. 

Key words: Anchinia mukusensis, mtCOI, Turkey, Van, Hakkari, Turkey. 


Kemal & Kogak (2017) described mukusensis from Bahgesaray (Van Province) at the 
subspecific level for the species Anchinia cristalis, by using the morphological characters. Later, 
this taxon was also recorded by the authors from various localities in Hakkari Province (Daglica 
and Zap Valley) (Kemal, Kogak & Ugak, 2018). Geographically, mukusensis is confined to the 
mountainous region of SE Turkey. 

In the present paper, the aim was to determine the mtCOI of mukusensis and to understand 
its phylogenetic relationship with other Anchinia species of Europe. For this purpose, mtCOI of 
mukusensis and those of Anchinia species of Europe, accessible in the BOLD System 
(Ratnasingham & Hebert 2007) (Fig.i), are compared. As a result of this, the mukusensis 
population has genetic distance between the range 4.47-4.81% with Anchinia cristalis and 
Anchinia laureolella populations. This means that the level of the genetic distance of mukusensis 
high enough. Consequently, we propose here the taxon under discussion as a distinct species: 
Anchinia mukusensis (stat. nov.). 
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— PHLAB859-10|Anchinia laureolella|COI-5P|HQ968863 
PHLAG272-12|Anchinia cristalis|COI-5P 
PHLAF057-11 |Anchinia cristalis|COI-5P 
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LEATB015-13|Anchinia cristalis|COI-5P 
LEATC419-13|Anchinia laureolella|COI-5P 
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Anchinia grisescens 
Anchinia daphnella 


0.005 

Fig. 1 - Neighbor-Joining Tree for the five species of the Anchinia. Bootstrap values (in %, 1000 replicates) are given on 
each branch. 
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Molecular comments on Jordanita graeca-chloros in Ukraine 
compared with a population in Turkey 
(Lepidoptera, Zygaenidae) 


Sibel Kizildag 4 Muhabbet Kemal 


Abstract: Molecular comments on Jordanita graeca-chloros in Ukraine compared with a 
population in Turkey (Lepidoptera, Zygaenidae). Misc. Pap. 181: 5-6,1 fig. 

A molecular comparison between Jordanita graeca-chloros populations of Ukraine and Jordanita 
from NE Turkey. The problems encountered in this regard are discussed. 

Key words: Jordanita, graeca, chloros, Zygaenidae, Lepidoptera, Ukraine, Turkey, mtCOI 


The aim was to understand the identity of the specimen, collected from Igdir Province (NE 
Turkey), by using the molecular data of the species Jordanita graeca/chloros from Ukraine, freely 
accessible from the BOLD System (Kemal & Kogak, 2019: 9). However, it has been encountered 
with an unexpected problem. The identities of Jordanita chloros and graeca, listed in the BOLD 
System looks problematic. Therefore, it cannot be said that benefited from the BOLD System at the 
level expected (Ratnasingham & Hebert 2007). 

In present study, Mitochondrial DNA has been used at species-level to make phylogeny 
estimate due to the ease of polymerase chain reaction (PCR) amplification and due to maternal 
inheritance, lack of recombination, and a relatively high mutation rate. The region of the 
mitochondrial gene Cytochrome oxidase subunit l(COI) is a powerful barcode for phylogenetics at 
a low taxonomic level. 

In the study, the specimen from Igdir population was successfully barcoded full length 
(658bp). The average base composition of cytochrome oxidase subunit I sequences was 40% 256T, 
16% 107C, 29% 194A, and 15% 101 G, showing a strong AT bias (68.3%). 

Pairwise gene distances based on COI nucleotide sequences were calculated by the Kimura- 
2 parameter model and phylogenetic analysis were constucted with the neighbor-joining (NJ) in 
MEGA 6. The nucleotide distance of our population (0.46-0.92%) revealed that J. graeca and J. 
chloros in Group I of Ukraine were closely similar (Fig. 1). However, Ukraine populations of J. 
graeca and J. chloros in Group II were not close genetically to Igdir specimen (5.51-5.69%) (Fig.i). 

Before the barcoding, it should be questioned whether these two species, which are similar 
to each other morphologically, have been correctly diagnosed in BOLD. It is suggested that these 
two groups be re-evaluated and arranged as two different species. 
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ZYGMO214-10|Jordanita graeca|COI-5P|HQ584917 
ZYGMO220-10|Jordanita chloros|COI-5P|HQ584918 
ZYGM0127-09| Jordanita chloros|COI-5P|HM386574 
ZYGMO121-09|Jordanita graeca|COI-5P|HM386572 
— ZYGMO223-10|Jordanita chloros|COI-5P|HQ584919 
Lep-ZgyOI-Cesa-Jordanita sp 
ZYGM0123-09| Jordanita graeca|CO I-5P |GU705756 
ZYGM0224-10|Jordanita chloros|COI-5P|HQ584920 

ZYGM0125-09| Jordanita chloros |CO l-5P|GU705754 
ZYGMO211-10|Jordanita graeca|COI-5P|HQ584915 


JtL 
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771 ZYGMO212-10|Jordanita graeca|COI-5P|HQ584916 
- ZYGM0569-12|Jordanita subsolana|COI-5P|KX048986 

ZYGMO139-09|Jordanita subsolana|COI-5P|GU705746 
ZYGMO146-09|Jordanita subsolana|COI-5P|GU705743 
~ ZYGM0147-09|Jordanita subsolana|COI-5P|GU705740 
ZYGMO148-09|Jordanita subsolana|COI-5P|GU705741 


Group I 


100 


0.01 

Fig 1. Neighbor-joining tree of the some Jordanita species in this study based on sequences of mtDNA COI gene. The 
bootstrap values are shown at the branching points. Jordanita subsolana was used as the outgroup. 
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Description of a new Recurvaria species 
from East Turkey (Lepidoptera, Gelechiidae) 


Muhabbet Kemal 3 Sibel Kizddag Ahmet Omer Kocak 


Abstract: Description of a new Recurvaria species from East Turkey (Lepidoptera, Gelechiidae). 
Misc. Pap. 181: 7-9, 4 figs. 

From the molecular standpoint, European and Turkish Recurvaria populations are compared. 
Consequently, a new species of Recurvaria from East Turkey is supported. New species, Recurvaria 
vanella (sp. n.) is described and illustrated. Its affinities to other Recurvaria species is also 
discussed. 

Key words: Recurvaria, nanella, leucatella, vanella, Gelechiidae, Lepidoptera, Turkey, Van, new 
species, mtCOI. 


Recently, Kemal & Kcxjak (2018) reported a distinct Recurvaria species from Van Province, 
and compared its male genitalia with the related species Recurvaria nanella. This was the first 
species of the genus recorded in East Anatolia. The authors attracted attention to the necessity of 
the molecular investigation for the final decision on the specific identity. 

The mtCOI of this specimen was prepared properly, and compared with the available data of 
other Recurvaria species in different geographic regions of Europe, freely accessible in the BOLD 
System (Ratnasingham & Hebert 2007). Recurvaria specimen from Van was remarkable by 
significant divergence of the mtDNA barcode (COI fragment of 658 bp). 
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751 FBLMW673-10|Recurvaria leucatella|COI-5P|HQ563663 
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LEATB092-13|Recurvaria leucatella|COI-5P 
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Fig. 1 - Neighbour-joining -joining tree of some Recurvaria nanella-leucatella and R. vanella (sp. n.) in this study based 
on the sequences of mtDNA COI gene (only 658 bp). The bootstrap values are shown at the branching points. 


5 Dr Muhabbet Kemal & Dr Sibel Kizildag. Van Yuzuncu Yil University, Faculty of Science, Dept, of Biology, Campus, Van / Turkey, 
e-mails: muhabbet kemal(Syahoo.com.tr - sibelkizildag(5)wu.edu.tr 

Prof, em Dr Ahmet Omer Kogak, c/o Yuzuncu Yil University, Faculty of Science, Dept, of Biology., Van / Turkey, 
e-mail: cesa tr(a)yahoo.com.tr 


7 



















ISSN 1015-8235 


Miscellaneous Papers 
Centre for Entomological Studies Ankara 


Nr 181 - 17 02 2019 


A neighbour-joining tree of DNA barcode data of Van specimen and some European 
Recurvaria species was constructed using Mega 6 under the K2P model for nucleotide 
substitutions. Van population is genetically closer to those of Recurvaria nanella (4.14-4.30%) 
compared to Recurvaria leucatella populations (9.72-9.91%). The population from Van and 
Recurvaria nanella populations are also compatible with this result by clustering in same clade at 
our phylogenetic tree (Fig.i). It is clear that the specimen under discussion has differ genetically, 
and belongs to a new species in the genus Recurvaria. 

The description of this new species is given below. 


Recurvaria vanella (sp. n.) (Figs. 2-4) 

http://zoobank.org/NomenclaturalActs/4FB25AA2-F06C-438Q-89BE-19D905BFA28D 

Holotype $. Rather small-sized gelechiid. Wingspan: 9 mm. 

Diagnosis : 

External features: Frontal and dorsal side of head smoothly covered by silky, creamy-white, 
elongated scales. Outer parts of some scales dark brown. Palpus labialis in divergent position, 
slender, and curved. Covered by creamy scales, more or less ringed by dark brown scales. Third 
segment creamy and dark brown, its tip creamy. Compound eyes blackish. Antennae ringed by 
dark brown and creamy scales. Its base covered by creamy scales with a few dark brown dots. 
Upperside of forewing: Markings and colouration similar to nanella to some degree, however 
creamy scales more densely. Hindwing light brownish. 

Male genitalia (GP 3023 ( 5 '), and complete abdominal skin were previously illustrated by the 
authors (Kemal & Kogak, 2018, Misc. Pap. 176: 23, figs. 25-27). Shape of uncus and gnathos 
somewhat similar to nanella. Valva very long, developed as whip, terminal filament sinuous. 
Medial process of vinculum horseshoe shaped. Sternite VIII and tergite broad and round, not 
emarginated. Aedeagus small, oblong with conical tip. 

Female genitalia: Unknown. 

Similar species : Recurvaria nanella Hw. This new species differs from nanella Hw. 
especially in the male genitalia (shape of valva, medial process of vinculum, not emarginated viii 
sternite and tergite). 

Genetic data : The genetic distance of the new species to Recurvaria nanella (4.14-4.30%), 
and to Recurvaria leucatella (9.72-9.91%). 

Type material : i< 3 (Holotype). Turkey, Van Province, Geva§, Altmsag SE 1680m, reared from 
larva on Cerasus sp. on 30.iv.2016, adult emerged on 01.vi.2016, M. Kemal (in coll. Cesa). 

Etymology : The scientific name vanella is derived from the collecting locality in Van Province 
(Turkey). 
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Figs. 2-4 - Holotype of Recurvaria vanella sp.n. Dorsal view (above). Frontal (bottom left), and lateral view (bottom 
right) of head, base of antennae, and labial palpi. M. Kemal (Cesa) 
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Comments on the molecular evaluations of some Heterocera species 

from Uighur Ili (Lepidoptera) 


Sibel Kizildag 6 Muhabbet Kemal 


Abstract: Comments on the molecular evaluations of some Heterocera species from Uighur Ili 
(Lepidoptera). Misc. Pap. 181: 10-14, 5 figs. 

Some species from Uighur Ili are discussed here from the molecular standpoint. Consequently, 
three species, Cataclysme sp., Pareulype sp. and Hoplodrina sp. are supported as new taxa. All the 
species under discussion were first sequenced for the 658-bp DNA barcoding from Uighur Ili. 

Key words: Cataclysme, Pareulype, Hoplodrina, Scopula, Idaea, Gnophopsodos, Eugnorisma, 

Cryphia, Hoplodrina, Xestia, Geometridae, Noctuidae, Lepidoptera, Uighur Ili, mtCOI 

Kemal & Kogak (2018) published faunistical information on some Heterocera of Uighur Ili 
with some taxonomical remarks. Attention was also drawn to the necessity of some molecular 
investigations on some species. Recently, Kizildag, Kemal & Kogak (2019) confirmed the identities 
of two arctiid subspecies from Uighur Ili from the molecular standpoint. All the species under 
discussion were first sequenced for the 658-bp DNA barcoding from Uighur Ili. Among them, three 
species (Cataclysme sp., Pareulype sp. and Hoplodrina sp.) appear as new taxa, after their 
molecular evaluations. Comments are given below: 
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681 GWOSI089-10|Cataclysme riguata|COI-5P|KX049271 
LEATA118-13|Cataclysme riguata|COI-5P 
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— GWORP100-09|Cataclysme riguata subtilisparsata|COI-5P|HM393814 

_I GWORA2127-09|Cataclysme riguata subtilisparsata|COI-5P|GU655490 

77 L GWORA2130-09|Cataclysme riguata subtilisparsata|COI-5P|GU655492 
- ■ Lep-Ui 04 -Cesa-Cataclysme sp n 
GWOSM139-111Cataclysme festivata|COI-5P|JN274367 
j GWOSM122-111Cataclysme shirniensisNP01Kg|COI-5P|JN274358 
soL GWOTG396-12|Cataclysmefestivata|COI-5P|KJ637342 


100 


0.01 

Fig. 1 - Neighbour-joining trees constructed with Kimura 2-parameter distances within and among species of 
Cataclysme. 


6 Dr Sibel Kizildag & Dr Muhabbet Kemal - Van Yuzuncu Yil University, Faculty of Science, Dept, of Biology, Campus, Van / Turkey, 
e-mails: sibelkizildag(5)wu.edu.tr - muhabbet kemal(Syahoo.com.tr 
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1. Comment on the status of Cataclysme sp. from Uighur Ili versus Cataclysme festivata and 
Cataclysme riguata subtilisparsata. The interspecific nucleotide divergence among the twenty-one 
populations, used in the tree and the genetic distance, ranged from 2.99% to 10.34%, with an 
average of 8.10% (Fig.i). Our population, Cataclysme riguata_subtilisparsata with the highest 
genetic distance to 10.34%, Cataclysme_jestivata with 2.99% of the shortest genetic distance was 
obtained. Based on the DNA barcode divergence of similar species as morphological, we describe 
later the new species Cataclysme sp. n. 

2. The Uighur population has an evolutionary distance of 7.21-8.48% from Pareulype berberata 
species and also 9.5-10.5% from Pareulype lasithiotica. The genetic distance of the population of 
Pareulype consanguinea reported from China, which is the only registry in BOLD (Ratnasingham 
& Hebert 2007), from our Pareulype population is 13.63%. A new species should be described, 
because it was deduced rather high genetic distance using mtCOI DNA barcode between the species 
(Fig-2). 


76 


59 


93 


64 


34 


74 


98 


— GBLAA693-14|Pareulype berberata|COI-5P 
LEATA338-13|Pareulype berberata|COI-5P 
GWORB776-07|Pareulype berberata|COI-5P|HQ601471 
6 ^| LEATA068-13|Pareulype berberata|COI-5P 
GBLAC753-13|Pareulype berberata|COI-5P 
LEATA157-13|Pareulype berberata|COI-5P 
GBLAA1362-15|Pareulype berberata|COI-5P 
LEFIL578-10|Pareulype berberata|COI-5P|KT782618 
■ GWORM289-09|Pareulype berberata|COI-5P|GU687107 
- GWOTI857-12|Pareulype berberata|COI-5P|KX047316 
■ GWOSZ168-11 pareulype berberata|COI-5P|KX040737 
~L PHLAC395-1 Opareulype berberata|COI-5P|JF859971 

— GWOR2537-O8pareulype lasithiotica|COI-5P|KX070992 
IGWOSA641-1 Opareulype lasithiotica|COI-5P|HQ565412 
IGWOSA642-1 Opareulype lasithiotica|COI-5P|HQ565413 
Lep-Ui07-Cesa-Pareulype sp n 
— GWOTL974-13pareulype consanguinea|COI-5P 


100 


99 


100 


l-1 

0.01 

Fig. 2 - Neighbor-joining tree of some Pareulype species in this study based on the sequences of mtDNA COI gene (only 
658 bp). The bootstrap values are shown at the branching points. 

3. Here we evaluated the population of Uighur Ili with 4 populations registered in the BOLD 
System (Iran, Germany) (Ratnasingham & Hebert 2007).The genetic distance between the 
specimen from Uighur Ili and the populations of Iran (GWORE1207-08) and Germany 
(GBLAA2058-15) seems to be appropriate for the subspecies of this group (0.77% and 0.92% 
respectively). The other Iran population (GWORE1206-08) can be considered as another 
subspecies (1.87%) (Fig.3). However, the German population (GBLAB832-13) seems to be quite 
remote from the specimen from Uighur Ili. The taxonomic level of this population should be 
reassessed. 
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62 

95 


-GBLAA2058-15|Scopula marginepunctata|COI-5P 

-GWORE1207-08|Scopula marginepunctata|COI-5P 

— Lep-Ui08-Cesa-Scopula marginepunctata 
GWORE1206-08|Scopula marginepunctata|COI-5P 
-GBLAB832-13|Scopula marginepunctata|COI-5P 


0.005 

Fig. 3 - Neighbor-joining tree of Scopula marginepunctata populations (Germany, Iran and Uighur) in this study based 
on the sequences of mtDNA COI gene (only 658 bp). The bootstrap values are shown at the branching points. 

4. In present study, Uighur Ili specimen was compared with three populations from Austria and a 
single specimen from China; consequently, its phylogenetic value was estimated. Uighur Ili 
specimen appears very close to the Austrian populations (0.00% -0.15%) and clustered in Clade A. 
Scopula ornata subornata reported from China (Hebei) is also located to far branch of 
phylogenetic tree (Fig.4). Uighur Ili population is 2.5% distance as evolutionally from the Chinese 
population. In result, Uighur Ili specimen is genetically same with the Austrian populations. 


26 

27 


Clade A 


-LEATB855-13|Scopula ornata|COI-5P 

PHLAV329-12|Scopula ornata|COI-5P|KF807279 
LEATD130-13|Scopula ornata|CO I-5P 
Lep-Ui09-Cesa-Scopula ornata 
-GWORB2724-08|Scopula ornata subornata|COI-5P 


0.002 

Fig. 4 - Neighbor-joining tree of some Scopula ornata populations (Uighur, Austria and Hebei (China)) in this study 
based on the sequences of mtDNA COI gene (only 658 bp) 


5. In this study, Uighur Ili specimen, which was identified as Hoplodrina sp. morphologically 
(Kemal & Kogak, 2018), are investigated their phylogenetic relation with some European 
populations of five species (658 bp sequences of Hoplodrina octogenaria, Hoplodrina blanda, 
Hoplodrina ambigua, Hoplodrina respersa and Hoplodrina superstes in BOLD) (Ratnasingham & 
Hebert 2007). In constructed phylogenetic tree, Uighur Ili specimen located in Clad e_blanda is 
genetically the closest to Hoplodrina blanda species (2.36%-2.5i%). Therefore, it can be said that 
this specimen belongs to a new species by looking at both the genetic distance and the bootstrap 
values in the COI gene tree (Fig.5). 
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90 


65 


82 


NLLEA754-12|Hoplodrina blanda|COI-5P|KX048731 
RDNMD605-06|Hoplodrina blanda|COI-5P 
^ LEFIJ740-10|Hoplodrina blanda|COI-5P|KM572665 
FBLMZ495-12|Hoplodrina blanda|COI-5P|KX044956 
FBLMW367-10|Hoplodrina blanda|COI-5P|HQ563598 
LEATB731-13|Hoplodrina blanda|COI-5P 
NOCJH337-10|Hoplodrina blanda|COI-5P|HQ966918 
PHLAE289-11 |Hoplodrina blanda|COI-5P|JN287085 
LEATB732-13|Hoplodrina blanda|COI-5P 
LEATC145-13|Hoplodrina blanda|COI-5P 
LENOA621-11 |Hoplodrina blanda|COI-5P|KX046487 
LON3928-16|Hoplodrina blanda|COI-5P 
- ■ Lep-Ui 12 -Cesa-Hoplodrina sp n 


87 


Clade_blanda 


55 


I— GBLGC303-12|Floplodrina respersa|COI-5P 

47 j FBLMX256-11 |Hoplodrina respersa|COI-5P|KX040440 
NOCJFI346-10|Hoplodrina respersa|COI-5P|HQ966926 
— PFILSA578-11|Floplodrina respersa|COI-5P 
LEATB431-13|Hoplodrina respersa|COI-5P 
PHLAC512-10|Hoplodrina respersa|COI-5P|JF860084 
PHLAF272-11 |Hoplodrina respersa|COI-5P 
— LEATC244-13|Floplodrina respersa|COI-5P 
PHLAV315-12|Hoplodrinarespersa|COI-5P|KP253688 

92 j ABOLA454-14|Floplodrina superstes|COI-5P 
1 PFILAF302-11 |Hoplodrina superstes|COI-5P 


55 


Clade_respersa 


64 


28 


64~l 


NOCJH342-10|Hoplodrinasuperstes|COI-5P|HQ966922 
64 1 PFILAE380-11 |Hoplodrina superstes|COI-5P|JN287090 
FBLMV122-09|Hoplodrinasuperstes|COI-5P|HQ955396 




Clade_superstes 


100 

45 

7 

10 

47 


64 1 GBLAA2003-15|Hoplodrina superstes|COI-5P 

— LEATB627-13|Floplodrina octogenaria|COI-5P 
LEATB513-13|Hoplodrina octogenaria|COI-5P 
LEFIA1175-10|Hoplodrina octogenaria|COI-5P|KM572364 
LENOA615-11 |Hoplodrina octogenaria|COI-5P|KX047056 Clade_octogenaria 
RDNMD666-06|Floplodrina octogenaria|COI-5P 

— GBLAA1528-15|Hoplodrina octogenaria|COI-5P 

— LON3925-16|Hoplodrina octogenaria|COI-5P 
PHLSA534-11 |Hoplodrina ambigua|COI-5P 

LEFIL277-10|Hoplodrina ambigua|COI-5P|JF854567 
- LENOA622-11 |Hoplodrina ambigua|COI-5P|KX046958 
FBLMV121-09|Hoplodrina ambigua|COI-5P|HQ955395 
LASTS037-14|Hoplodrina ambigua|COI-5P|KP253293 
LEATD083-13|Floplodrina ambigua|COI-5P 
NOCJH351-10|Hoplodrina ambigua|COI-5P|HQ966931 


100 


40 


Clade_ambigua 


0.005 


Fig. 5 - Neighbor-joining tree of some Hoplodrina species in this study based on the sequences of mtDNA COI gene 
(only 658 bp). The bootstrap values are shown at the branching points. 
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New molecular information on some taxa 


Geometridae 

Gnophopsodos stemmataria specimen from Uighur Ili was first time sequenced for the 658- 
bp DNA barcoding and saved in Cesa Barcoding Bank (Lep-Uiio-Cesa-Ui05- Gnophopsodos 
stemmataria ). 

Morphologically identified Idaea straminata specimen was first time barcoded from this 
region and the genetic distance between GBLAB823-13 - Idaea straminata obtained from the 
BOLD System was 0.00%. 


Noctuidae 

Cryphia rueckbeili specimen from Uighur Ili was first time sequenced for the 658-bp DNA 
barcoding and saved in Cesa Barcoding Bank (Lep-Uiio-Cesa- Cryphia rueckbeili ). 

Eugnorisma trigonica specimen from Uighur Ili was first time sequenced for the 658-bp 
DNA barcoding and saved in Cesa Barcoding Bank (Lep-Uin-Cesa- Eugnorisma trigonica ). 

The specimen from Uighur Ili was compared with Europan populations of Xestia baja 
registered in BOLD. It should be discussed subspecies status between the populations of this 
species, because not meaningful p-distance between their COI barcodes (0.00-0.15%). However, 
Xestia baja specimen from Uighur Ili was first time sequenced for the 658-bp DNA barcoding and 
saved in Cesa Barcoding Bank (Lep-Uii3-Cesa- Xestia baja). 
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On the nomenclature of two Lymantriidae species in Africa 

(Lepidoptera) 


Muhabbet Kemal 7 Ahmet Omer Ko^ak 


Abstract: On the nomenclature of two Lymantriidae species in Africa (Lepidoptera). Misc.Pap. 
181: 15-16. 

This paper deals with the nomenclature of two preoccupied species of the family Lymantriidae from 
Africa. 

Key words: Lepidoptera, Lymantriidae, Africa, nomenclature, new name. 


The following preoccupied names were found by the authors in 2013, and reported in 2015 
(Kogak & Kemal, 2015). However, these nomenclatural issues have been neglected and not yet been 
published. For that reason, two replacement names are proposed below: 


Lymantriidae 
Dasychira Hiibner,[i8i9] 

Dasychira madagascarensis (nom. nov.) 

http://znohank.org/NomenclatuTalActs/FF32B0A9-1253-44F7-8827-BF5B25351481 

Dasychira maculata Griveaud, 1974, Bull. Mus. Nat. Hist. Paris 125 (186): 1466-1467, figs. 
Holotype S- Madagascar (MNHN Paris) [secondary homonym of Laelia bacchans maculata 
Wichgraf,i92i, Int. Ent. Z. 15 (3): 20. “Sierra Leone”] 

Remarks : The names, Dasychira maculata Griveaud,1974 and Laelia maculata Wichgraf,i92i are 
currently used in the genus Dasychira Hbn. Therefore, they are considered as homonyms under 
the Rules of the ICZN. This homonymy case has been seen by the authors. Kogak & Kemal (2015) 
mentioned them on page 2693, nr.53861. The name Dasychira maculata Griveaud,1974 cannot be 
used validly, as it is junior secondary homonym of Laelia maculata Wichgraf,i92i, which is 
currently synonym of Dasychira bacchans (Karsch,i898). Therefore, we propose here a 
replacement name for Dasychira maculata Griveaud,1974 (nec maculata Wichgraf,i92i), 
Dasychira madagascarensis nom. nov. 


Euproctis Hiibner,[i8i9] 

Euproctis africola (nom. nov.) 

http://zoobank.org/NomenclaturalActs/353C220A-FA61-4650-9CD9-DB52BDB68042 

Laelia aethiopica Bethune-Baker, 1908, Ann. Mag. Nat. Hist. (8) 2 (9): 261. “Fort Jameson, 
N.E.Rhodesia; Uganda and Nigeria”, [secondary homonym of Euproctis aethiopica Snellen,1872, 
Tijdschr. Ent. (2) 7 15: 37-38, figs. “Neder-Guinea”]. 

Remarks : These two names, mentioned above, are currently placed as valid specific names in the 
genus Euproctis Hbn. However, aethiopica Bethune-Baker,1908 is junior secondary homonym of 
aethiopica Snellen,1872. This homonymy case has been seen by the authors. Kogak & Kemal (2015) 
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listed the name on page 2702, nr.54095. The name Euproctis aethiopica (Bethune-Baker,i9o8) 
cannot be used validly, as it is junior secondary homonym of Euproctis aethiopica Snellen,1872. 
Therefore, we propose here a replacement name for Laelia aethiopica Bethune-Baker,i9o8 (nec 
Snellen,1872), Euproctis africola nom. nov. 
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